Ankita Makol, et al.
Vimentin in sorafenib resistant HCC

" |
4

Protein Score

Protein sequence coverage: 44%

Matched peptides shown in bold red. T e e TS Tl ) S
o o ol o s ffflgrom gl e

1 MSTRSVSSSS YRRMFGGPGT ASRPSSSRSY VITSTRTYSL GSALRPSTSR s M SRR WA Las § Sumeend

51 SLYASSPGGV YATRSSAVAL RSSVPGVRLL (DSVDFSLAD AINTEFKNTR T °..,:.:.;".:fi

132 13F LITO.8TEI 1168.5MT  1168.7067 0.86M 0 E.ILLARIEQIE.C

101 W NORFANYIDK W m (GKSRLGDLY 1 185 LGS6.ERM0 1455.8807 16SE.6N28 0.8092 1 K.SRLCOLTIEDMALE

W6 = 18 125110 L%2.5007 1NN 1.0%80 0 MICHLYERDWML.E

151 mLRRQ qumDm W DW W ::: 158 12984850 12544077 12 55 0.8380 0 AISDIYENEMR.T

I 20TTLI000  IOVE.2927  10TS.AMEN  0.7959 0 N.ONLAEDIMA.L

201 NTLQSFRQDV DNASLARLDL ERKVESLQER TAFLKKLKEE EIQELQNOI) ST e T e Tada T s T s

24 236 18345010 1331.9737  1SEH.M480 1,130 1 X.VERQERIATLEK.L
251 EQEVIOVOV SKPDLTAALR DVRQUYESVA AKNLQEARRN TRSIANSE PY TN e e My SRp ¢ Same
301 AANRMNDALR QAKQESTEYR ROVOSLCEV DALKGINESL ERQVREMEEN B S oo W N 4 A

346 = JEL 23018470 2271 .8797 2201 838 03730 0 AEMEDNFAVEAIKYQDTIGA.L +
351 nm ﬂmlg m mm m:lm :::‘.-“;‘ [02.7TED 22M.7ETY 2301.382% Q.1e8K 0 a.nmmw,:mi
401 RKLLEGEESR ISLPLPNFSS LNLRETNLDS LPLVDTHSKR TLLIKTVETR T e e e
gL SRR N g g B

178 - 350 1837.7340 15247267 18268200 0.2538 1 R HINEYORILWWE.N

Supplementary Figure 1. Peptide mass fingerprinting (PMF) analysis of differentially expressed proteins and vimentin MS-MS analysis.
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